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ABSTRACT 

Background 

REQUITE (validating pREdictive models and biomarkers of radiotherapy toxicity to reduce side 

effects and improve QUalITy of lifE in cancer survivors) is an international prospective cohort study. 

The purpose of this project was to analyse a cohort of patients recruited into REQUITE using a deep 

learning algorithm to identify patient-specific features associated with the development of toxicity, 

and test the approach by attempting to validate previously published genetic risk factors. 

 



MOX Technical Reports, last issues
Dipartimento di Matematica

Politecnico di Milano, Via Bonardi 9 - 20133 Milano (Italy)

29/2020 Piersanti, R.; Africa, P.C.; Fedele, M.; Vergara, C.; Dede', L.; Corno, A.F.; Quarteroni, A.
Modeling cardiac muscle �bers in ventricular and atrial electrophysiology
simulations

26/2020 Zonca, S.; Antonietti, P.F.; Vergara, C.
A Polygonal Discontinuous Galerkin formulation for contact mechanics in
fluid-structure interaction problems

28/2020 Regazzoni, F.; Dedè, L.; Quarteroni, A.
Biophysically detailed mathematical models of multiscale cardiac active
mechanics

27/2020 Spreafico, M.; Ieva, F.; Fiocco, M.
Modelling dynamic covariates effect on survival via Functional Data
Analysis: application to the MRC BO06 trial in osteosarcoma

Regazzoni, F.; Dedè, L.; Quarteroni, A.
Biophysically detailed mathematical models of multiscale cardiac active
mechanics

23/2020 Spreafico, M.; Ieva, F.
Functional modelling of recurrent events on time-to-event processes

20/2020 Almi, S.; Belz, S.; Micheletti, S.; Perotto, S.
A DIMENSION-REDUCTION MODEL FOR BRITTLE FRACTURES ON
THIN SHELLS WITH MESH ADAPTIVITY

21/2020 Benacchio, T.; Bonaventura, L.; Altenbernd, M.; Cantwell, C.D.; Düben, P.D.; Gillard, M.; Giraud, L.; Göddeke, D.; Raffin, E.; Teranishi, K.; Wedi, N.
Resilience and fault-tolerance in high-performance computing for numerical
weather and climate prediction

22/2020 Zeni, G.; Fontana, M.; Vantini, F.
Conformal Prediction: a Unified Review of Theory and New Challenges

24/2020 Formaggia, L.; Scotti, A.; Fumagalli, A.
Numerical Methods for Flow in Fractured Porous Media


